Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; disorder in main residue; R factor = 0.040; wR factor = 0.108; data-to-parameter ratio = 13.5.
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the N1,N2,C9-C11,C16 and C1-C6 rings, respectively. Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . 
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Tiekink Comment
The title compound was previously investigated by us in relation to its biological activity (El-Azab et al., 2011) and we now describe its crystal structure.
The quinazolinyl fused-ring system in (I), Fig. 1 , inclusive of the carbonyl-O1 and methyl-C8 atoms, is planar (r.m.s. 
Experimental
The compound was prepared in accord with the literature procedure (El-Azab et al., 2011) . A mixture of 8-hydroxymethaqualone (532 mg, 0.002 M) and 4-chlorobenzoyl chloride (365 mg, 0.0021 M) in 10 ml pyridine was stirred at room temperature for 10 h. The solvent was removed under reduced pressure, and the residue was triturated with water and 4, 24.3, 122.5, 125.1, 126.4, 127.1, 127.7, 129.0, 129.4, 131.6, 131.8, 135.4, 136.7, 140.2, 141.4, 146.0, 154.9, 161.1, 164.4 
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.98 Å, U iso (H) = 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation.
The 2-tolyl group is disordered over two positions in a 0.871 (3): 0.129 (3) ratio. The N-C1 and N-C1′ bond lengths were restrained to within 0.01 Å of each other. The 1,2-related C-C distances were restrained to within 0.01 Å and the 1,3-related ones to within 0.02 Å of each other. The anisotropic displacement parameters were restrained to be nearly isotropic and those of the primed atoms were set to those of the unprimed ones. (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Figure 1
The molecular structure of (I) showing displacement ellipsoids at the 70% probability level. (7) 0.0052 (7) −0.0029 (7) C2′ 0.0199 (9) 0.0256 (9) 0.0199 (9) −0.0003 (7) 0.0042 (7) −0.0007 (7) C3′ 0.0270 (10) 0.0236 (9) 0.0263 (9) −0.0034 (7) 0.0091 (7) −0.0006 (7 Symmetry codes: (i) −x+1, y−1/2, −z+1/2; (ii) x, y−1, z; (iii) −x+1, −y+1, −z+1; (iv) x, −y−1/2, z−1/2.
2-Methyl-3-(2-methylphenyl)-4-oxo-3,4-dihydroquinazolin-8-yl 4-chlorobenzoate
Crystal data
